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Highlights include release of new chemistry and more than 25 presentations demonstrating utility of SMRT Sequencing for human genetics
applications

MENLO PARK, Calif., Oct. 15, 2018 (GLOBE NEWSWIRE) -- Pacific Biosciences of California, Inc. (Nasdaq:PACB), the leading provider of
high-quality sequencing of genomes, transcriptomes and epigenomes, today announced that more than 25 presentations at the upcoming American

Society for Human Genetics (ASHG) annual meeting in San Diego will feature the company’s Single Molecule, Real-Time ( SMRT®) technology,
including platform presentations, posters, a company-hosted educational workshop and exhibit hall presentations.

A PacBio workshop titled “High-Quality, Long-Read PacBio Sequencing for Human Genetics Research – Discover What’s New!” will take place on
Thursday, October 18th, between 12:30-1:45 pm PT. The workshop will be hosted by Chief Scientific Officer Jonas Korlach, Ph.D., who will be
describing the release of the company’s newest sequencing chemistry as well as its technology roadmap. 

Speakers at the workshop include:

Stuart Scott, Ph.D., Assistant Professor, Department of Genetics and Genomic Sciences, Mount Sinai Genetic Testing
Laboratory, who will discuss amplicon SMRT Sequencing applications in human genetics;

Janet Song, Ph.D. candidate, Department of Genetics, Stanford School of Medicine, who will discuss characterization of a
large, human-specific tandem repeat associated with bipolar disorder and schizophrenia; and

Elizabeth Tseng, Ph.D., Principal Scientist at Pacific Biosciences, who will discuss the Iso-Seq® method for discovering
alternative splicing in human diseases.

Attendees interested in reserving a seat at the workshop can register here.

“We are very excited about our newest chemistry release, which exhibits substantial increases in sequence read lengths, throughput and accuracy,”
said Jonas Korlach, Ph.D., Chief Scientific Officer of Pacific Biosciences. “Average read lengths of up to 100 kb and yields per SMRT Cell of up to 50
Gb will greatly benefit customers for applications such as full-length transcript isoform sequencing, structural variation analysis and targeted
sequencing. Due to the unique capabilities of PacBio sequencing, the improvements provide a significant increase in highly accurate (>99%) individual
long reads. This opens new opportunities for comprehensively mapping all human genetic variation – from SNVs to indels to SVs – in a single assay
and paves the way for a new era of population-scale, high-quality human genome studies.”

Other Scientific program highlights featuring SMRT Sequencing include:

A platform presentation (#185) by Fritz Sedlazeck at the Baylor College of Medicine titled “Illuminating the dark genome:

Evaluation of technologies to assess medically relevant dark spots” on Thursday, October 18th at 11:00 am;

A poster (#2731) from Peter Audano of the University of Washington titled “Structural variation of the human population:
Characterizing and sequence-resolving variation to identify common alleles, correct reference errors, and improve
short-read analysis”;

The Genome Reference Consortium & Genome in a Bottle consortium workshop on Tuesday, October 16th from 1:00 –
4:00 pm titled “Getting the Most from the Reference Assembly and Reference Materials”; and

The CoLab Session on Friday, October 19th at 10:00 am, where ASHG meeting attendees will also have the opportunity to
hear from PacBio scientists on the exhibit hall floor in a session titled “Resolving the Genetics of Human Diseases with
PacBio Sequencing of Structural Variants and Alternative Splicing.” The session will consist of two talks, one on targeted
full-length transcriptome sequencing using the Iso-Seq method, and the second on structural variant calling with the Sequel
System and SMRT Link 6.0.

The full list of PacBio-related presentations is available on the company’s website .

Attendees can also visit PacBio at booth #705.

Grant Program

PacBio will be sponsoring a grant program again this year for scientists interested in a chance to win free SMRT Sequencing for their human genetics
sequencing projects. For more information visit www.pacb.com/SMRTGrant.

About Pacific Biosciences

https://www.globenewswire.com/Tracker?data=cBg1UC5z_Up45ZIcg2lQhfPKjFAcIHqpg0oPY9Hlu4PFZ1A2G5Lg3urFbkM8LI_UeXfuYtX5xgs1pTayok0QQ0X6aHiTYxm5mj0UipNyKarS3nAXx--taDEQfquFCvhw
https://www.globenewswire.com/Tracker?data=XmBHEt0haF16xMZ6N-IfGMcBFW2MhpDqTxnYDeGBY7wvb5HZNhESlgndthvLXCSUyG-22NjLAbccDnNFPqyoNmryX-PPTPMuvnKHtq1SZiX3g9I2Vhbl9UNA0ckFGldmVvNRJm2cHyVzf_stluVdwQ==
https://www.globenewswire.com/Tracker?data=RVOFbYwwAmBfP75KrJ8azJpiwZdA-bXDJiEXOPcdniNLjL6aYcb-Lv7a95zbFNZ5IADfRcZuCTFXimy593vjaD33BwcT6DPwxXO_8JuTVNc=


Pacific Biosciences of California, Inc. (NASDAQ:PACB) offers sequencing systems to help scientists resolve genetically complex problems. Based on

its novel Single Molecule, Real-Time (SMRT®) technology, Pacific Biosciences’ products enable: de novo genome assembly to finish genomes in
order to more fully identify, annotate and decipher genomic structures; full-length transcript analysis to improve annotations in reference genomes,
characterize alternatively spliced isoforms in important gene families, and find novel genes; targeted sequencing to more comprehensively
characterize genetic variations; and real-time kinetic information for epigenome characterization. Pacific Biosciences’ technology provides high

accuracy, ultra-long reads, uniform coverage, and the ability to simultaneously detect epigenetic changes. PacBio® sequencing systems, including
consumables and software, provide a simple, fast, end-to-end workflow for SMRT Sequencing. More information is available at www.pacb.com.

Forward-Looking Statements
All statements in this press release that are not historical are forward-looking statements, including, among other things, statements relating to future
availability, uses, accuracy, quality or performance of, or benefits of using, products or technologies, the suitability or utility of methods, products or
technologies for particular applications, studies or projects, the expected benefits of sequencing projects, and other future events. You should not
place undue reliance on forward-looking statements because they involve known and unknown risks, uncertainties, changes in circumstances and
other factors that are, in some cases, beyond Pacific Biosciences’ control and could cause actual results to differ materially from the information
expressed or implied by forward-looking statements made in this press release. Factors that could materially affect actual results can be found in
Pacific Biosciences’ most recent filings with the Securities and Exchange Commission, including Pacific Biosciences’ most recent reports on Forms
8-K, 10-K and 10-Q, and include those listed under the caption “Risk Factors.”

Pacific Biosciences undertakes no obligation to revise or update information in this press release to reflect events or circumstances in the future, even
if new information becomes available.
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