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All statements in this presentation that are not historical are forward-looking statements within the
meaning of Section 27A of the Securities Act of 1933, as amended, and Section 21E of the Securities
Exchange Act of 1934, as amended. Forward-looking statements generally relate to future events or our
future financial or operating performance and are based on management’s current beliefs, assumptions
and projections and on information available to management as of the date of this presentation.
Forward-looking statements include, among other things, statements regarding opportunities for impact
in human genetics with Company products and technology, including markets involving rare disease,
pharmacogenomics, neurological disorders, cancer, reproductive issues and organ/tissue transplants;
potential impact on genomics, including the ability to provide to and support customers with both long-
read and short-read sequencing technologies, the accuracy of SBB sequencing, partnership
opportunities and potential synergies associated with the merger of Omniome and Pacific Biosciences;
and potential new advancements to workflows, including any related benefits, attributes and expected
launch dates in connection therewith. Accordingly, you should not place undue reliance on forward-
looking statements because they involve known and unknown risks, uncertainties, changes in
circumstances and other factors that are, in some cases, beyond the Company’s control and could cause
actual results to differ materially from the information expressed or implied by forward-looking
statements made in the presentation. Factors that could materially affect actual results can be found in
our filings with the Securities and Exchange Commission, including our most recent reports on Forms 8-
K, 10-K and 10-Q, and include those listed under the caption “Risk Factors.” The Company undertakes
no obligation to revise or update information in this presentation to reflect events or circumstances in
the future, even if new information becomes available.



COMPLETE + ACCURATE LONG-READ SEQUENCING ENABLES 
MULTIPLE APPLICATIONS



“PACBIO [HIFI] PROVIDES THE LOWEST ERROR RATE OUT OF ALL 
TECHNOLOGIES.”

https://www.nature.com/articles/s41587-021-01049-5

Performance benchmark of Illumina HiSeq/NovaSeq  | Ion S5/Proton  | PacBio Sequel II
ONT PromethION/MinION/Flongle  | BGISEQ-500/MGISEQ-2000  | GenapSys GS111

“PacBio [HIFI] had the highest reference-based 
mapping rate and lowest non-mapping rate.”

“Within both homopolymer and STR classes, 
PacBio [HIFI] showed the lowest mismatch rate.”

“PacBio [HIFI] achieved the highest precision [in 
accessing variants in clinically relevant regions].”



AFTER 20 YEARS… FINALLY, A COMPLETE HUMAN REFERENCE
Telomere-To-telomere Consortium

https://www.biorxiv.org/content/10.1101/2021.05.26.445798v1

“This 8% of the genome has not been 
overlooked due to its lack of 
importance, but rather due to 

technological limitations… High-
accuracy long-read sequencing has 
finally removed this technological 
barrier, enabling comprehensive 

studies of genomic variation across the 
entire human genome.” 



PACBIO IS ENABLING DISCOVERY…

FULL-LENGTH TRANSCRIPTS: 
BULK OR SINGLE-CELL

EPIGENETICS FUNCTIONAL PSEUDOGENE 
IDENTIFICATION



PACBIO IS ENABLING DISCOVERY… AND TRANSLATIONAL IMPACT

THERAPEUTIC RESPONSEREPEAT EXPANSION DISORDERS INFANTILE SUDDEN DEATH



OPPORTUNITIES FOR IMPACT IN HUMAN GENETICS WITH PACBIO

1. https://www.annualreviews.org/doi/full/10.1146/annurev-genom-083118-015345
2. https://www.mdpi.com/2073-4425/11/11/1333/htm
3. https://www.nature.com/articles/nrg.2017.115
4. https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6485936/

5. https://jmg.bmj.com/content/early/2020/12/14/jmedgenet-2020-107320
6. https://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1008409
7. https://www.sciencedirect.com/science/article/pii/S1083879118317014?via%3Di

hub

CANCER
Complex structural variations 
increase risk for HBOC5

REPRODUCTIVE
NGS is blind to 10% of carrier 
screening genes6

TRANSPLANTS
Ultra-high-resolution HLA typing could 
increase 5-year survival rate by 25%7

RARE DISEASE
>50% of RID samples lack an 
explanation even after srWGS1

PHARMACOGENOMIC
35% of patients on SSRI 
medications see no effect2

NEURO
40+ neurological disorders are 
caused by tandem repeats3,4

https://www.annualreviews.org/doi/full/10.1146/annurev-genom-083118-015345
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6485936/
https://jmg.bmj.com/content/early/2020/12/14/jmedgenet-2020-107320
https://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1008409


IT’S BEEN A BUSY YEAR

T2T publication
HiFi sequencing enables the first 
complete sequence of a human 

genome

LabCorp scaling its HiFiViral for SARS-
CoV-2 workflow; Sequel II systems 

deployed for global viral surveillance 
initiatives focused on COVID-19

10.1 sequencing release: 3x lower 
DNA input, automation. Customers 

seeing ~25% more HiFi data

Sequel IIe systems to scale up 
whole genome research 

initiatives focused on rare 
disease diagnosis

HiFi sequencing will be used on 
a cohort of rare disease cases

Acquired Circulomics to extend 
our capabilities in extraction + 

sample prep

Pacific Biosciences closes on 
Omniome acquisition

Collaboration to accelerate long-
read WGS into routine clinical 

care

$900M SoftBank investment to 
accelerate commercial + R&D



ADDITION OF OMNIOME CAN HELP TRANSFORM GENOMICS

As only company with both LR + SR technologies we will uniquely be able to support customers with 
the right combination of sequencing technologies to address their needs

SBB accuracy = lower limit of detection; enables high depth/coverage applications

Better position partnership opportunities — our goal is to be best partner in the industry, and having 
both short and long read sequencing will help us do that

Leverage company synergies to accelerate product development + improve commercialization



ADVANCEMENTS IN PACBIO WORKFLOWS OPEN NEW APPLICATIONS

Scalable whole 
genome sequencing

• Faster, simpler sample prep; reduce 8 hrs today to 3 hrs
• Bead-based size selection
• Reduced DNA input levels
• Kitted workflow launch expected 4Q21

• Analysis tools currently 
available to research 
collaborators

• Product launch 
expected in 1H22

Simultaneous 
epigenetic detection

COMING SOON



PACBIO AT ASHG



INTRODUCING OUR WORKSHOP SPEAKERS

INTEGRATED RARE DISEASE 
GENOMICS USING LONG-READ 

GENOME SEQUENCING

Emily G. Farrow, Ph.D., CGC
Director, Laboratory Operations, 

Genomic Medicine Center, Children’s 
Mercy Kansas City

SCALABLE RNA ISOFORM SEQUENCING 
USING INTRAMOLECULAR 

MULTIPLEXED CDNAS

Aziz Al’Khafaji, Ph.D.
Postdoctoral Associate,

Broad Institute

UNCOVERING NEUROLOGICAL 
DISORDERS THROUGH AN 
EXAMINATION OF VNTRS

Henne Holstege, Ph.D.
Assistant Professor, Amsterdam 

University Medical Center



ENABLING THE PROMISE OF GENOMICS 
TO BETTER HUMAN HEALTH

We create the world’s most advanced sequencing technologies.
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